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Claims 




: A method for analysing a samffle comprising the steps of: 
5 / 1. providing a polypeptide pair comprising a first polypeptide and a second 

polypeptide capable of associating, wherein 

2. the association of the polypeptides is detectable, and 

3. modification of at least one of the polypeptides results in 
modulation of the association; 

10 zf: immobilising the fiisl polypeptide to a physical suppuil, 

s 5 . contacting the immobilised polypeptide with the second polypeptide, 

and 

6 . assaying the modification of at least one of the polypeptides by measuring 
the association of the second polypeptide to the first polypeptide. 

1 5 <3* The method of claim 1 wherein either the immobilised polypeptide or the 

binding partner polypeptide is associated with a label. 



3' The method of claim 2 wherein both the immobilised polypeptide and the 
binding partner polypeptide are associated with a label. 

STL/ a / 

^2_j " The method of cl^im 3, wherein said labels on the immobilised and binding 
20~~^ partner polypeptides are different. 



$ . The method of claim 2 or 3, wherein said label comprises a fluorescent 




label. 



C The method of clak6 3 or 4, wherein said detectable signal is generated by 
an interaction between theHabels. 



to j 



3- ' The method of claim 6, wherein said interaction comprises energy transfer. 

^^/^ &< . The method of daim 1 , wherein said association is measured by monitoring 
'the molecular mass of th^nybrid species comprising the second polypeptide associated 
with the first polypeptide. 

5 ^ Th e method of claim 1 or claim 8, wherein said association is measured by 

surface plasmon resonance. 

/*' The method of claim 2 or 3, wherein said label comprises a radioactive label. 

// . The method of claim 10, wherein said association is measured by scintillation 
proximity assay. 

^^j^J^j ' ^ * Tte method of claim 1, wherein said ^sociation is measured using an antibody. 

l7 The method of claim 1, comprising the additional step, prior to sstep (d), 
of contacting one or both of said firsymd second polypeptide(s) with an agent capable 
of modifying one or both of said polypeptides. 

' ^ . The method of ctefm 1 , wherein the immobilised polypeptide is the polypeptide 
15 which is susceptible to modification. 



^ . The method of claim 1, wherein said association is measured in real time. 



< — , I L The method of clairnX wherein said assaying said modification of step (d) 

comprises assaying c>pe ofy^roteplysis, phospho'r^l^o^^ 
^fara prenyl^on, sentrimsation, and ADP-ri^5osylation, 

20 or the reversal of anv/of these modifications. 
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A polypeptide pair comprising a first polypeptide immobilised to a support, 
and a second polypeptide bound to me first polypeptide, wherein 

7. the binding of the polypeptides is detectable, and 

8. modification of at least one of the polypeptides results in modulation of 



the binding. 

\ A method for detecting or monitoring the activity of a modulator of a polypeptide 
modifying afcent, comprising the steps of: 



providing a first polypeptide, and a second polypeptide, wherein 
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at least one of the polypeptides is susceptible to modification, 



and 



the first and second polypeptides are capable of binding to each 
other, and modification of one or both of the polypeptides by the modifying 
agent results in modulation of the binding of the polypeptides to each other; 

allowing the polypeptides to bind to each other, 



15 



contacting the polypeptides with a modifying agent, 



detecting modulation of the finding of the polypeptides to determine a 
reference signal modulation, 

contacting the polypeptides with a modifying agent and a candidate modulator 
of the modifying agent, and 

20 detecting modulation of binding of the polypeptides, and comparing the 

modulation detected with the reference signal modulation. 
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A support comprising on\ or more immobilised polypeptides, wherein 
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at least one of the immobilised polypeptides is susceptible to modification, 
said modification being detectable by k method comprising: 

• contacting the immobilized polypeptide with a test sample which 
may contain an agent capable of modifying the immobilised polypeptide; 

contacting the immobilised polypeptide with a binding partner 
polypeptide, wherein the binding of thispartner polypeptide to the immobilised 
polypeptide is at least partly dependent on the modification state of the 
immobilised polypeptide 

measuring the association of th^ binding partner polypeptide to 
the immobilised polypeptide. 
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